DNA

Base pairs [ <

Adenine Thymine

Guanine  Cytosine

Sugar phosphate
backbeone

.S, National Librany of Medicine



DNA

A T

Base pairs [ <

Adenine Thymine

G C

— )

Guanine Cylosine

Sugar phosphate
backbene

TCACACTGAGCGTGCTG



chr11:5246500-5248500 (reverse strand):

ATATCTTAGAGGGAGGGCTGAGGGTTTGAAGTCCAACTCCTAAGCCAGTGCCAGAAGAGCCAAGGACAGGTACGGCTGTC
ATCACTTAGACCTCACCCTGTGGAGCCACACCCTAGGGTTGGCCAATCTACTCCCAGGAGCAGGGAGGGCAGGAGCCAGG
GCTGGGCATAAAAGTCAGGGCAGAGCCATCTATTGCTTACATTTGCTTCTGACACAACTGTGTTCACTAGCAACCTCAAA
CAGACACCATGGTGCATCTGACTCCTGAGGAGAAGTCTGCCGTTACTGCCCTGTGGGGCAAGGTGAACGTGGATGAAGTT
GGTGGTGAGGCCCTGGGCAGGTTGGTATCAAGGTTACAAGACAGGTTTAAGGAGACCAATAGAAACTGGGCATGTGGAGA
CAGAGAAGACTCTTGGGTTTCTGATAGGCACTGACTCTCTCTGCCTATTGGTCTATTTTCCCACCCTTAGGCTGCTGGTG
GTCTACCCTTGGACCCAGAGGTTCTTTGAGTCCTTTGGGGATCTGTCCACTCCTGATGCTGTTATGGGCAACCCTAAGGT
GAAGGCTCATGGCAAGAAAGTGCTCGGTGCCTTTAGTGATGGCCTGGCTCACCTGGACAACCTCAAGGGCACCTTTGCCA
CACTGAGTGAGCTGCACTGTGACAAGCTGCACGTGGATCCTGAGAACTTCAGGGTGAGTCTATGGGACGCTTGATGTTTT
CTTTCCCCTTCTTTTCTATGGTTAAGTTCATGTCATAGGAAGGGGATAAGTAACAGGGTACAGTTTAGAATGGGAAACAG
ACGAATGATTGCATCAGTGTGGAAGTCTCAGGATCGTTTTAGTTTCTTTTATTTGCTGTTCATAACAATTGTTTTCTTTT
GTTTAATTCTTGCTTTCTTTTTTTTTCTTCTCCGCAATTTTTACTATTATACTTAATGCCTTAACATTGTGTATAACAAA
AGGAAATATCTCTGAGATACATTAAGTAACTTAAAAAAAAACTTTACACAGTCTGCCTAGTACATTACTATTTGGAATAT
ATGTGTGCTTATTTGCATATTCATAATCTCCCTACTTTATTTTCTTTTATTTTTAATTGATACATAATCATTATACATAT
TTATGGGTTAAAGTGTAATGTTTTAATATGTGTACACATATTGACCAAATCAGGGTAATTTTGCATTTGTAATTTTAAAA
AATGCTTTCTTCTTTTAATATACTTTTTTGTTTATCTTATTTCTAATACTTTCCCTAATCTCTTTCTTTCAGGGCAATAA
TGATACAATGTATCATGCCTCTTTGCACCATTCTAAAGAATAACAGTGATAATTTCTGGGTTAAGGCAATAGCAATATCT
CTGCATATAAATATTTCTGCATATAAATTGTAACTGATGTAAGAGGTTTCATATTGCTAATAGCAGCTACAATCCAGCTA
CCATTCTGCTTTTATTTTATGGTTGGGATAAGGCTGGATTATTCTGAGTCCAAGCTAGGCCCTTTTGCTAATCATGTTCA
TACCTCTTATCTTCCTCCCACAGCTCCTGGGCAACGTGCTGGTCTGTGTGCTGGCCCATCACTTTGGCAAAGAATTCACC
CCACCAGTGCAGGCTGCCTATCAGAAAGTGGTGGCTGGTGTGGCTAATGCCCTGGCCCACAAGTATCACTAAGCTCGCTT



chr11:5246500-5248500 (reverse strand):

ATGGTGCATCTGACTCCTGAGGAGAAGTCTGCCGTTACTGCCCTGTGGGGCAAGGTGAACGTGGATGAAGTT
GGTGGTGAGGCCCTGGGCAG
GCTGCTGGTG
GTCTACCCTTGGACCCAGAGGTTCTTTGAGTCCTTTGGGGATCTGTCCACTCCTGATGCTGTTATGGGCAACCCTAAGGT
GAAGGCTCATGGCAAGAAAGTGCTCGGTGCCTTTAGTGATGGCCTGGCTCACCTGGACAACCTCAAGGGCACCTTTGCCA
CACTGAGTGAGCTGCACTGTGACAAGCTGCACGTGGATCCTGAGAACTTCAGG

Homo sapiens hemoglobin, beta (HBB)

CTCCTGGGCAACGTGCTGGTCTGTGTGCTGGCCCATCACTTTGGCAAAGAATTCACC
CCACCAGTGCAGGCTGCCTATCAGAAAGTGGTGGCTGGTGTGGCTAATGCCCTGGCCCACAAGTATCACTAA
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GTATGCACGCGATAG TATGTCGCAGTATCT CACCCTATGTCGCAG GAGACGCTGGAGCCG

Reads

Your genome

CGTCTGGGGGGTATGCACGCGATAGCATTGCGAGACGCTGGAGCCGGAGCACCCTATGTCGCAGTATCTGTCTTTGATTCCTG




GTATGCACGCGATAG TATGTCGCAGTATCT CACCCTATGTCGCAG GAGACGCTGGAGCCG
TAGCATTGCGAGACG GGTATGCACGCGATA TGGAGCCGGAGCACC CGCTGGAGCCGGAGC

Reads

Your genome

CGTCTGGGGGGTATGCACGCGATAGCATTGCGAGACGCTGGAGCCGGAGCACCCTATGTCGCAGTATCTGTCTTTGATTCCTG




GTATGCACGCGATAG TATGTCGCAGTATCT CACCCTATGTCGCAG GAGACGCTGGAGCCG
TAGCATTGCGAGACG GGTATGCACGCGATA TGGAGCCGGAGCACC CGCTGGAGCCGGAGC
TGTCTTTGATTCCTG CGCGATAGCATTGCG GCATTGCGAGACGCT CCTATGTCGCAGTAT

Reads

Your genome

CGTCTGGGGGGTATGCACGCGATAGCATTGCGAGACGCTGGAGCCGGAGCACCCTATGTCGCAGTATCTGTCTTTGATTCCTG




Reads

GTATGCACGCGATAG
TAGCATTGCGAGACG
TGTCTTTGATTCCTG
GACGCTGGAGCCGGA
TATCGCACCTACGTT
CACGGGAGCTCTCCA
GTATGCACGCGATAG
GCGAGACGCTGGAGC
CCTACGTTCAATATT
GACGCTGGAGCCGGA
TATCGCACCTACGTT
CACGGGAGCTCTCCA

Your genome

TATGTCGCAGTATCT
GGTATGCACGCGATA
CGCGATAGCATTGCG
GCACCCTATGTCGCA
CAATATTCGATCATG
TGCATTTGGTATTTT
ACCTACGTTCAATAT
CTATCACCCTATTAA
GCACCTACGTTCAAT
GCACCCTATGTCGCA
CAATATTCGATCATG
TGCATTTGGTATTTT

CACCCTATGTCGCAG
TGGAGCCGGAGCACC
GCATTGCGAGACGCT
GTATCTGTCTTTGAT
GATCACAGGTCTATC
CGTCTGGGGGGTATG
TATTTATCGCACCTA
CTGTCTTTGATTCCT
GTCTGGGGGGTATGC
GTATCTGTCTTTGAT
GATCACAGGTCTATC
CGTCTGGGGGGTATG

GAGACGCTGGAGCCG

CGCTGGAGCCGGAGC
CCTATGTCGCAGTAT
CCTCATCCTATTATT
ACCCTATTAACCACT
CACGCGATAGCATTG
CCACTCACGGGAGCT
ACTCACGGGAGCTCT
AGCCGGAGCACCCTA
CCTCATCCTATTATT
ACCCTATTAACCACT
CACGCGATAGCATTG

CGTCTGGGGGGTATGCACGCGATAGCATTGCGAGACGCTGGAGCCGGAGCACCCTATGTCGCAGTATCTGTCTTTGATTCCTG



Reads

<+«— 100 nt —»

Your genome
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